GGAGGTATAGGAGCTCTCTTaarT^ffTAeCAAACCAGGAGTCCGAAGaTCTAAGGAGAGC 

TGGGGGTTTGACreCGAGAGCTCGAGCAGTCCCCAAGACCTGGTCTTGACTCACGAGTTA 

GACTCCACTCAGAGGCTGACTGTCTCCAGGGTCTACACCTCTAAGGGCGACACTGGGCTC 

AAGCAGACTGCCGTTTTCTATATGGGATGAGCCTTCACAGGGCAGCCAGTTGGGATGGGT 

TGAGGTTTGGCTGTAGACATCAGAAACCCAAGTCAAATGCGCTTCAACCAGTAGAAAATT 

CACCAGCCCGCAGAGCTAAGGTTGGGTGGACATTAGGGTTGGTTGATCCAGGAGCTCAAC 

AGTGTCCTCTGAGCCCCAGCTCCTTCTGCCCCACCCCACCATCTTCAGTGCTGCTTCCTC 

TCAAGGCCACAGCTGTAGTTGGCCAGGGGGGCTTCATTATTTTTTGCTCCTGGGCAGTAG 

GAGGAAGAGAATGAATGTCTCTCCATGGGTCTTTCTTAGGAATGTGGGAACTTTTTCCAG 

AAGTCTCTATGTCTTTTAGTTTGTGTTGGGTCACTTGCCCTTCCTGAACCACTTCCTGAC 

TCCTGGACAGGATGTGCACTGATGAGCTTAGCTTTGGGGATCTAATAGTGACTTTACAAA 

GCCTCTTTGAGAAGGTGACATTGGAACCAAGGCTTGAGCAGACACAACAAAGATTGCAGG 

GAGGGGCATTGCAGGTGGAGGAAACGGCACATGCAAGAGCCCTGCGTGGGAGTGAGCTTG 

GTGTTTGGTCAATCAGTTGTCAGAGCACACCGGGCCCTGTCAGCAGGCACAGCCTGGGCC 

TGCTCTGAGTATGACAGAGAGCCCCTGGGAAGTTGTAGGTGGAGGAAAGACAGGTCATGA 

CTAGGAAAAAAGCAATCCCTCTGTTGTGGGGTGGAAGGAAGGTTGCAGTGTGTGTGAGAG 

AGAGACAAGACAGACAGACAGACACTTCTCAATGTTTACAAGTGCTCAGGCCCTGACCCG 

AATGCTTCCAAATTTACGTAGTTCTGGAAAACCCCCTGTATCATTTTCACTACTCAAAGA 

AACCTCGGGAGTGTTTTCTTCTGAAAGGTCATCAGGTTTTGACTCTCTGCTGTCTCATTT 

CTTCTTGCTGGTGGTGGTGATGGTTGCTTGTCCCAGGCCCTGTCCCGCATCCTCTTGCCC 

CTGCAGAGGGATGAGTGTGTTGGGGCCTCACGAGTTGAGGTTGTTCATAAGCAGATCTCT 

TTGAGCAGGGCGCCTGCAGTGGCCTTGTGTGAGGCTGGAGGGGTTTCGATTCCCTTATGG 

AATCCAGGCAGATGTAGCATTTAAACAACACACGTGTATAAAAGAAACCAGTGTCCGCAG 

AAGGTTCCAGAAAGTATTATGGGATAAGACTACATGAGAGAGGAATGGGGCATTGGCACC 

TCCCTTAGTAGGGCCTTTGCTGGGGGTAGAAATGAGTTTTAAGGCAGGTTAGACCCTCGA 

ACTGGCTTTTGAATCGGGAAATTTACCCCCCAGCCGTTCTGTGCTTCATTGCTGTTCACA 

TCACTGCCTAAGATGGAGGAACTTTGATGTGTGTGTGTTTCTTTCTCCTCACTGGGCTCT 

GCTTCTTCACTTCCTTGTCAAT 

; intron=exon 

GCAGAGAACAGCAGCAGCGACCAGAGGCAGGCCTGTA 
AENSSSDQRQ AC 
AGAAGCACGAGCTGTATGTCAGCTTCCGAGACCTGGGCTGGCAG 
KKHELYVSFRDLGWQ 

; exon=intron 

GTAAGGGGCTGGCTGG 
GTCTGTCTTGGGTGTGGGCCCTCTGGCGTGGGCTCCCACAGGCAGCGGGTGCTGTGCTCA 
GTCTTGTTTCTCATCTCTGCCAGTTAAGACTCCAGTATCAAGTGGCCTCGCTAGGGAAGG 

GTACTTGGCTAAGGATACAGGG 

. GGGAGCCAGCATGGGTGATGCCATTATGAGTTATTAGCCTCTCTGGCAGGTGGGCAAAC 

CGAGGCATGGAGGTTTGTTTAAGGTGAACTGCCAGTGTGTGACCACCTAGTGGGGTAGAG 

CTGATGATTGCCTCACACCGGAGCTCCTTCCTGTGCCGCGTTCTGTCCAGAAGACACAGC 

CATGGATGTCCATTTTAGGATCAGCCAAGCCCCGTCTTGTCCTTCATTTTTATTTTATGT 

TTTTTTAGAAATGGGGTCTTGCTCTGTCACCCAGGCTGGGTGCAGTGGTGTGATCATAGC 

TCACCGCAGCTTTGACGCCGTCTTCCCACTCAGTCTACTAAGCTTGGACTATAGGCCAAG 

ACTATAGAGTGGTCCTTCTTTCCATTCTTTTGGGACCATGAGAGGCCACCCATGTTTCCT 

GCCCCTGCTGGGCCCTGCTGCTCAGAAGGCATGGTCTGAGGCTTTCACCTTGGTCGTGAG 

CCTTCGTGGTGGTTTCTTTCAGCATGGGGTTGGGATGCTGTGCTCAGGCTTCTGCATGGT 

TTCCCACACTCTCTTCTCCTCCTCAG 

; intron=exon 



FIG. 1A-1 



As Original Fil j f/fijZO 

^7/^^^ 



GACTGt^ftfSTCGCGCCTGAAGGCTACGtfCGCCT ~ 
DWI IAPEGYAA 
ACTACTGTGAGGGGGAGTGTGCCTTCCCTCTGAACTCCTACATGAACGCCACCAACCACG 
YYC^GECAFPLNSYMNATNH 
CCATCGTGCAGACGCTG 
A I V Q T L 
; exon^intron 

GTGGGTGTCACGCCATCTTGGGGTGTGGTCACCTGGGCCGGGC 
AGGCTGCGGGGCCACCAGATCCTGCTGCCTCCAAGCTGGGGCCTGAGTAGATGTCAGCCC 
ATTGCCATGTCATGACTTTTGGGGGCCCCTTGCGCCGTTAAAAAAAAATCAAAAATTGTA 
CTTTATGACTGGTTTGGTATAAAGAGGAGTATAATCTTCGACCCTGGAGTTCATTTATTT 
CTCCTAATTTTTAAAGTAACTAAAAGTTGTATGGGCTCCTTTGAGGATGCTTGTAGTATT 
GTGGGTGCTGGTTACGGTGCCTAAGAGCACTGGGCCCCTGCTTCATTTTCCAGTAGAGGA 
AACAGGTAAACAGATGAGAAATTTCAGTGAGGGGCACAGTGATCAGAAGCGGGCCAGCAG 
GATAATGGGATGGAGAGATGAGTGGGGACCCATGGGCCATTTCAAGTTAAATTTCAGTCG 
GGTCACCAGGAAGATTCCATGTGATAATGAGATTAACGTGCCCAGTCACGGCGACACTCA 
GTAGGTGTTATTCCTGCTCTGCCAACAGCAACCATAGTTGATAAGAGCTGTTAGGGATTT 
TGTCCTTTTGCTTAGAATCCAAGGTTCAAGGACCTTGGTTATGTAGCTCCCTGTCATGAA 
CATCATCTGAGCCTTTCCTGCCTACTGATCATCCACCCTGCCTTGAATGCTTCTAGTGAC 
AGAGAGCTCACTACCAGGACTACTCCCTCCTTTCATTTAGTAATCTGCCTCCTTCTTTTC 
TTGTCCCTGTCCTGTGTGTTAAGTCCTGGAGAAAAATCTCATCTATCCCTTTCATTTGAT 
TCTGCTCTTTGAGGGCAGGGGTTTTTGTTTCTTTGTTTGTTTTTTTAAGTGTTGGTTTTC 
CAAAGCCCTTGCTCCCCTCCTCAATTGAAACTTCAAAGCCCTCATTGGGATTGAAGGTCC 
TTAGGCTGGAAACAGAAGAGTCCTCCCCAACCTGTTCCCTGGCCTGGATGTGCTGTGCTG 
TGCCAGTATCCCCTGGAAGGTGCCAGGCATGTCTCCCCGGCTGCCAGGGGACACATCTCT 
ATCCTTCTCCAACCCCTGCCTTCATGGCCCATGGAACAGGAGTGCCATCGCCCTGTGTGC 
ACCTACTTCCATCAGTATTTCACCAGAGATCTGCAGGATCAAAGTGAATTCTCCAGGGAT 
TGTGAAATGATGCGATTGTGGTCATGTTTAAAAGGGGGCAACTGTCTTCTAGAGAGTCCT 
GATGAAATGCTTCCAGAGGAAATGAGCTGATGGCTGGAATTTGCTTTAAAATCATTCAAG 
GTGGAGCAGGTGGGGAAGGGTATGGATGTGTAAGAGTTTGAAATTGTCCATCATAAAATG 
TGTAAAAAGCATGCTGGCCTATGTCAGCAGTCACAGCCTGGAGGTGGTAACAGAGTGCCA 
GTCACTGATGCTCAAGCCTGGCACCTACAGTTGCTGGAAACCCAGAAGTTTCACGTTGAA 
AACAACAGGACAGTGGAATCTCTGGCCCTGTCTTGAACACGTGGCAGATCTGCTAACACT 
GATCTTGGTTGGCTGCCGTCAGCTTAGGTTGAGTGGCGGTCTTCCCTTAGTTTGCTTAGT 
CCCCGCTATTCCCTATTGTCTTACCTCGGTCTATTTTGCTTATCAGTGGACCTCACGAGG 
CACTCATAGGCATTTGAGTCTATGTGTCCCTGTCCCACATCCTCTGTAAGGTGCAGAGAA 
GTCCATGAGCAAGATGGAGCACTTCTAGTGGGTCCAAGTCAGGGACACTATTCAGCAATC 
TACAGTGCACAGGGCAGTTCCCCAACAGAGAATTACCTGGTCCTGAATGTCGGATCTGGC 
CCCTTCCTTCCCCACTGTATAATGTGAAAACCTCTATGCTTTGTTCCCCTTGTCTGCAAA 
ACAGGGATAATCCCAGAACTGAGTTGTCCATGTAAAGTGCTTAGAACAGGGAGTGCTTGG 
CTTGGGGAGTGTCACCTGCAGTCATTCATTATGCCCAGACAGGATGTTTCTTTATAGAAA 
CGTGGAGGCCAGTTAGAACGACTCACCGCTTCTCACCACTGCCCATGTTTTGGTGTGTGT 
TTCAG 

;intron=exon 

GTCCACTTCATCAACCCGGAAACGGTGCCCAAGCCCTGCTGTGCGCCCACGCAGC 
VHFINPETVPKPCCAPTQ 
TCAATGCCATCTCCGTCCTCTACTTCGATGACAGCTCCAACGTCATCCTGAAGAAATACA 
LNAI SVLYFDDSSNVILKKY 
GAAACATGGTGGTCCGGGCCTGTGGCTGCCACTAGCTCCTCCGAGAATTC 
RNMVVRACGCH 



FIG. 1A-2 



07/ &£kb&g. 

10 . 20 30 40 50 60 

GGTGCGGGCCCGGAGCCCGGAGCCCGGGTAGCGCGTAGAGCCGGCGCGATGCACGTGCGC 
~ M H V R 

70 80 90 100 110 120 

TCACTGCGAGCTGCGGCGCCGCACAGCTTCGTGGCGCTCTGGGCACCCCTGTTCCTGCTG 
SLRAAAPHSFVALWAPLFLL 
130 140 150 160 . 170 180 

CGCTCCGCCCTGGCCGACTTCAGCCTGGACAACGAGGTGCACTCGAGCTTCATCCACCGG 
RSALADFSLDNEVHSSFIHR 



190 200 210 220 230 240 

CGCCTCCGCAGCCAGGAGCGGCGGGAGATGCAGCGCGAGATCCTCTCCATTTTGGGCTTG 
RLRSQERREMQREILSILGL 
250 260 270 280 290 300 

CCCCACCGCCCGCGCCCGCACCTCCAGGGCAAGCACAACTCGGCACCCATGTTCATGCTG 
PMRPRPHLQGKHNSAPMFML 
310 320 330 340 350 360 

GACCTGTACAACGCCATGGCGGTGGAGGAGGGCGGCGGGCCCGGCGGCCAGGGCTTCTCC 
DLYNAMAVEEGGGPGGQGFS 
370 380 390 400 410 420 

TACCCCTACAAGGCCGTCTTCAGTACCCAGGGCCCCCCTCTGGCCAGCCTGCAAGATAGC 
YPYKAVFSTQGPPLASLQDS 
430 440 450 460 470 480 

CATTTCCTCACCGACGCCGACATGGTCATGAGCTTCGTCAACCTCGTGGAACATGACAAG 
HFLTDADMVMSFVNLVEHDK 
490 500 510 520 530 540 

GAATTCTTCCACCCACGCTACCACCATCGAGAGTTCCGGTTTGATCTTTCCAAGATCCCA 
EFFHPRYHHREFRFDLSKIP 
550 560 570 580 590 600 

GAAGGGGAAGCTGTCACGGCAGCCGAATTCCGGATCTACAAGGACTACATCCGGGAACGC 
EGEAVTAAEFR IYKDYIRER 
610 620 630 640 650 660 

TTCGACAATGAGACGTTCCGGATCAGCGTTTATCAGGTGCTCCAGGAGCACTTGGGCAGG 
FDNETFRISVYQVLQEHLGR 
670 680 690 700 710 720 

GAATCGGATCTCTTCCTGCTCGACAGCCGTACCCTCTGGGCCTCGGAGGAGGGCTGGCTG 
ESDLFLLDSRTLWASEEGWL 
730 740 750 760 770 780 

GTGTTTGACATCACAGCCACCAGCAACCACTGGGTGGTCAATCCGCGGCACAACCTGGGC 
VFDITATSNHWVVNPRHNLG 
790 800 810 820 830 840 

CTGCAGCTCTCGGTGGAGACGCTGGATGGGCAGAGCATCAACCCCAAGTTGGCGGGCCTG 
LQLSVETLDGQS INPKLAGL 
850 860 870 880 890 900 

ATTGGGCGGCACGGGCCCCAGAACAAGCAGCCCTTCATGGTGGCTTTCTTCAAGGCCACG 
I GRHGP'QNKQPFMVAFPKAT 
910 920 930 940 950 960 

GAGGTCCACTTCCGCAGCATCCGGTCCACGGGGAGCAAACAGCGCAGCCAGAACCGCTCC 
EVHFRS IRSTGSKQRSQNRS 

******** 

970 980 990 1000 1010 1020 

AAGACGCCCAAGAACCAGGAAGCCCTGCGGATGGCCAACGTGGCAGAGAACAGCAGCAGC 

KTPKNQEALRMANVAENSSS 
* * * * 
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As Original Fi. 



1030 1040 1050 1060 1070 1080 

GACCAGAGGCAGGCCTGTAAGAAGCACGAGCTGTATGTCAGCTTCCGAGACCTGGGCTGG 
DQR_QACKKHELYVSFRDLGW 
1090 1100 1110 1120 1130 1140 

CAGGACTGGATCATCGCGCCTGAAGGCTACGCCGCCTACTACTGTGAGGGGGAGTGTGCC 
QDWI IAPEGYAAYYCEGECA 
1150 1160 1170 1180 .1190 1200 

TTCCCTCTGAACTCCTACATGAACGCCACCAACCACGCCATCGTGCAGACGCTGGTCCAC 
FPLNSYMNATNHAIVQTLVH 
1210 1220 . 1230 1240 1250 1260 

TTCATCAACCCGGAAACGGTGCCCAAGCCCTGCTGTGCGCCCACGCAGCTCAATGCCATC 
FINPETVPKPCCAPTQLNAI 
1270 1280 1290 1300 1310 1320 

TCCGTCCTCTACTTCGATGACAGCTCCAACGTCATCCTGAAGAAATACAGAAACATGGTG 
SVLYFDDSSNVILKKYRNMV 
1330 1340 1350 1360 1370 1380 

GTCCGGGCCTGTGGCTGCCACTAGCTCCTCCGAGAATTCAGACCCTTTGGGGCCAAGTTT 
VRACGCH* 

1390 1400 1410 1420 1430 1440 

TTCTGGATCCTCCATTGCTCGCCTTGGCCAGGAACCAGCAGACCAACTGCCTTTTGTGAG 
1450 1460 1470 1480 1490 1500 

ACCTTCCCCTCCCTATCCCCAACTTTAAAGGTGTGAGAGTATTAGGAAACATGAGCAGCA 
1510 1520 1530 1540 1550 1560 

TATGGCTTTTGATCAGTTTTTCAGTGGCAGCATCCAATGAACAAGATCCTACAAGCTGTG 
1570 1580 1590 1600 1610 1620 

CAGGCAAAACCTAGCAGGAAAAAAAAACAACGCATAAAGAAAAATGGCCGGGCCAGGTCA 
1630 1640 1650 1660 1670 1680 

TTGGCTGGGAAGTCTCAGCCATGCACGGACTCGTTTCCAGAGGTAATTATGAGCGCCTAC 
1690 1700 1710 1720 1730 1740 

CAGCCAGGCCACCCAGCCGTGGGAGGAAGGGGGCGTGGCAAGGGGTGGGCACATTGGTGT 
1750 1760 1770 1780 1790 1800 

CTGTGCGAAAGGAAAATTGACCCGGAAGTTCCTGTAATAAATGTCACAATAAAACGAATG 

1810 1820 
AATGAAAAAAAAAAAAAAAAAA 



FIG. 1B-2 OP1 CDNA 
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CONSENSUS PROBE ' 20 30 40 50 60 70 

GATCCTAATGGGCTGTACGTGGACTTCCAGCGCGACGTGGGCTGGGACGACTGGATCATCGCCCCCGTCG 
* * ************* **************** 

TGTAAGAAGCACGAGCTGTATGTCAGCTTCCGAGACCTGGGCTGGCAGGACTGGATCATCGCGCCTGAAG 
OP1 28 38 48 58 68 78 88 

80 90 100 - 110 120 130 140 

ACTTCGACGCCTACTACTGCTCCGGAGCCTGCCAGTTCCCCTCTGCGGATCACTTCAACAGCACCAACCA 
* * * * ********* ** * * ***** * * * * * ********* 

GCTACGCGCGCTACTACTGTGAGGGGGAGTGTGCCTTCCCTCTGAACTCCTACATGAACGCCACCAACCA 
98 108 118 128 138 148 158 

150 160 170 180 190 200 210 

CGCCGTGGTGCAGACCCTGGTGAACAACATGAACCCCGGCAAGGTACCCAAGCCCTGCTGCGTGCCCACC 
**** ******** ***** ** *** ***** *** ************** ****** 

CGCCATCGTGCAGACGCTGGTCCACTTCATCAACCCGGAAACGGTGCCCAAGCCCTGCTGTGCGCCCACG 
168 178 188 198 208 218 228 

220 230 240- 250 260 270 280 

GAGCTGTCCGCCATCAGCATGCTGTACCTGGACGAGAATTCCACCGTGGTGCTGAAGAACTACCAGGAGA 
**** ****** ** *** ** ** **** *** ******** *** * 

CAGCTCAATGCCATCTCCGTCCTCTACTTCGATGACAGCTCCAACGTCATCCTGAAGAAATACAGAAACA 
238 248 258 268 278 288 298 

290 300 310 

TGACCGTGGTGGGCTGCGGCTGCCGCTAACTGCA 

** ** ** *** ******* *** ** FIGUPE XC 

TGGTGGTCCGGGCCTGTGGCTGCCACTAGCTCCT 
303 318 328 



TCGACTCTAGAGTGTGTGTCAGCACTTGGCTGGGGACTTCTTGAACTTGCAGGGAGAATA 
^ 80 90 100 110 120 

ACTTGCGCACCCCACTTTGCGCCGGTGCCTTTGCCCCAGCGGAGCCTGCTTCGCCATCTC 

130 140 150 160 170 180 

CGAGCCCCACCGCCCCTCCACTCCTCGGCCTTGCCCGACACTGAGACGCTGTTCCCAGCG 

190 200 210 220 230 240 

TGAAAAGAGAGACTGCGCGGCCGGCACCCGGGAGAAGGAGGAGGCAAAGAAAAGGAACGG 

250 260 270 280 290 300 

ACATTCGGTCCTTGCGCCAGGTCCTTTGACCAGAGTTTTTCCATGTGGACGCTCTTTCAA 

310 320 3-30 340 350 360 

TGGACGTGTCCCCGCGTGCTTCTTAGACGGACTGCGGTCTCCTAAAGGTCGACCATGGTG 

M V 

370 380 390 400 410 420 

GCCGGGACCCGCTGTCTTCTAGCGTTGCTGCTTCCCCAGGTCCTCCTGGGCGGCGCGGCT 
AGTRCLLALLLPQVLLGGAA 
430 440 450 460 470 480 

GGCCTCGTTCCGGAGCTGGGCCGCAGGAAGTTCGCGGCGGCGTCGTCGGGCCGCCCCTCA 
GLVPELGRRKFAAASSGRPS 
490 500 510 520 530 540 

TCCCAGCCCTCTGACGAGGTCCTGAGCGAGTTCGAGTTGCGGCTGCTCAGCATGTTCGGC 
SQPSDEVLSEFELRLLSMFG 
550 560 570 580 590 600 

CTGAAACAGAGACCCACCCCCAGCAGGGACGCCGTGGTGCCCCCCTACATGCTAGACCTG 
LKQRPTPSRDAVVPPYMLDL 
610 620 630 640 650 660 

TATCGCAGGCACTCGGGTCAGCCGGGCTCACCCGCCCCAGACCACCGGTTGGAGAGGGCA 
YRRHSGQPGSPAPDHRLERA 
670 680 690 700 710 720 

GCCAGCCGAGCCAACACTGTGCGCAGCTTCCACCATGAAGAATCTTTGGAAGAACTACCA 
ASRANTVRSFHHEESLEELP 
730 740 750 760 770 780 

GAAACGAGTGGGAAAACAACCCGGAGATTCTTCTTTAATTTAAGTTCTATCCCCACGGAG 
ETSGKTTRRFFFNLSSIPTE 
790 800 810 820 830 840 

GAGTTTATCACCTCAGCAGAGCTTCAGGTTTTCCGAGAACAGATGCAAGATGCTTTAGGA 
EF I TSAELQVFREQMQDALG 
850 860 870 880 890 900 

AACAATAGCAGTTTCCATCACCGAATTAATATTTATGAAATCATAAAACCTGCAACAGCC 
NNSSFHHRINIYEI IKPATA 
910 920 930 940 950 960 

AACTCGAAATTCCCCGTGACCAGTCTTTTGGACACCAGGTTGGTGAATCAGAATGCAAGC 
NSKFPVTSLLDTRLVN QNAS 
970 980 990 1000 1010 1020 

AGGTGGGAAAGTTTTGATGTCACCCCCGCTGTGATGCGGTGGACTGCACAGGGACACGCC 
RWE SFDVTPAVMRWTAQGHA 
1030 1040 1050 1060 1070 1080 

AACCATGGATTCGTGGTGGAAGTGGCCCACTTGGAGGAGAAACAAGGTGTCTCCAAGAGA 
NHGFVVEVAHLEEKQGVSKR 
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As 



- - ^ : -'ravin * 
Original Fii 




1090 



1100 



1110 



1120 



1130 



1140 



CATGTTAGGATAAGCAGGTCTTTGCACCAAGATGAACACAGCTGGTCACAGATAAGGCCA 
HVRI'SRSLHQDEHS WSQIRP 
11513 1160 1170 1180 1190 1200 

TTGCTAGTAACTTTTGGCCATGATGGAAAAGGGCATCCTCTCCACAAAAGAGAAAAACGT 
LLVTFGHDGKGHPLHKR E::K R 
1210 1220 1230 1240 1250 1260 

CAAGCCAAACACAAACAGCGGAAACGCCTTAAGTCCAGCTGTAAGAGACACCCTTTGTAC 
QAKHKQRKRLKSSCKRHPLY 
1270 1280 1290 1300 1310 1320 

GTGGACTTCAGTGACGTGGGGTGGAATGACTGGATTGTGGCTCCCCCGGGGTATCACGCC 
VDFSDVGWNDWIVAPPGYHA 
1330 1340 1350 1360 1370 1380 

TTTTACTGCCACGGAGAATGCCCTTTTCCTCTGGCTGATCATCTGAACTCCACTAATCAT 
FYCHGECPFPLADHLNSTNH 
1390 1400 1410 1420 1430 1440 

GCCATTGTTCAGACGTTGGTCAACTCTGTTAACTCTAAGATTCCTAAGGCATGCTGTGTC 
AIVQTLVNSVNSKIPKACCV 
1450 1460 1470 1480 1490 1500 

CCGACAGAACTCAGTGCTATCTCGATGCTGTACCTTGACGAGAATGAAAAGGTTGTATTA 
PTELSAI SMLYLDENEKVVL 
1510 1520 1530 1540 1550 1560 

AAGAACTATCAGGACATGGTTGTGGAGGGTTGTGGGTGTCGCTAGTACAGCAAAATTAAA 
KNYQDMVVEGCGCR * 
1570 1580 1590 

TACATAAATATATATATATATATATATTTTAGAAAAAAGAAAAAAA 



FIG. 2-2 



10 20 ~ 30 40 50 60 

CTCTAGAGGGCAGAGGAGGAGGGAGGGAGGGAAGGAGCGCGGAGCCCGGCCCGGAAGCTA 
70 80 90 100 110 120 

GGTGAGTGT6GCATCCGAGCTGAGGGACGCGAGCCTGAGACGCCGCTGCTGCTCCGGCTG 
130 140 150 160 170 180 

AGTATCTAGCTTGTCTCCCCGATGGGATTCCCGTCCAAGCTATCTCGAGCCTGCAGCGCC 
190 200 210 220 230 240. 

ACAGTCCCCGGCCCTCGCCCAGGTTCACTGCAACCGTTCAGAGGTCCCCAGGAGCTGCTG 
250 260 270 280 290 300 

CTGGCGAGCCCGCTACTGCAGGGACCTATGGAGCCATTCCGTAGTGCCATCCCGAGCAAC 
310 320 " 330 340 350 360 

GCACTGCTGCAGCTTCCCTGAGCCTTTCCAGCAAGTTTGTTCAAGATTGGCTGTCAAGAA 
370 380 390 400 410 420 

TCATGGACTGTTATTATATGCCTTGTTTTCTGTCAAGACACCATGATTCCTGGTAACCGA 

M I P G N R 
430 440 450 460 470 480 

ATGCTGATGGTCGTTTTATTATGCCAAGTCCTGCTAGGAGGCGCGAGCCATGCTAGTTTG 
MLMVVLLCQVLLGGASHASL 
490 500 510 520 530 540 

ATACCTGAGACGGGGAAGAAAAAAGTCGCCGAGATTCAGGGCCACGCGGGAGGACGCCGC 
IPETGKKKVAEIQGHAGGRR 
550 560 570 580 590 600 

TCAGGGCAGAGCCATGAGCTCCTGCGGGACTTCGAGGCGACACTTCTGCAGATGTTTGGG 
SGQSHELLRDFEATLLQMFG 
610 620 630 640 650 660 

CTGCGCCGCCGCCCGCAGCCTAGCAAGAGTGCCGTCATTCCGGACTACATGCGGGATCTT 
LRRRPQPSKSAVI PDYMRDL 
670 680 690 700 710 720 

TACCGGCTTCAGTCTGGGGAGGAGGAGGAAGAGCAGATCCACAGCACTGGTCTTGAGTAT 
YRLQSGEEEEEQIHSTGLEY 
730 740 750 760 770 780 

CCTGAGCGCCCGGCCAGCCGGGCCAACACCGTGAGGAGCTTCCACCACGAAGAACATCTG 
PERPASRANTVRSFHHEEHL 
790 800 810 820 830 840 

GAGAACATCCCAGGGACCAGTGAAAACTCTGCTTTTCGTTTCCTCTTTAACCTCAGCAGC 
ENIPGTSENSAFRFLFNLSS 
850 860 870 880 890 900 

ATCCCTGAGAACGAGGTGATCTCCTCTGCAGAGCTTCGGCTCTTCCGGGAGCAGGTGGAC 
I PENEVISSAELRLFREQVD 
910 920 930 940 950 960 

CAGGGCCCTGATTGGGAAAGGGGCTTCCACCGTATAAACATTTATGAGGTTATGAAGCCC 
QGPDWERGFHRIN IYEVMKP 
970 980 990 1000 1010 1020 

CCAGCAGAAGTGGTGCCTGGGCACCTCATCACACGACTACTGGACACGAGACTGGTCCAC 
PAEVVPGHLITRLLDTRLVH 
1030 1040 1050 1060 1070 1080 

CACAATGTGACACGGTGGGAAACTTTTGATGTGAGCCCTGCGGTCCTTCGCTGGACCCGG 
HNVTRWETFDVSPAVLRWTR 
1090 1100 1110 1120 1130 1140 

GAGAAGCAGCCAAACTATGGGCTAGCCATTGAGGTGACTCACCTCCATCAGACTCGGACC 
EKQPNYGLAIEVTHLHQTRT 
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1150 



1160 



1170 



1180 



1190 



1200 



CACCAGGGCCAGCATGTCAGGATTAGCCGATCGTTACCTCAAGGGAGTGGGAATTGGGCC 
HQGQ-HVRISRSLPQ'GSGNWA 
12M 1220 1230 1240 1250 1260 

CAGCTCCGGCCCCTCCTGGTCACCTTTGGCCATGATGGCCGGGGCCATGCCTTGACCCGA 
QLRPLLVTFGH- DGRGHALTR 
1270 1280 1290 1300 1310 1320 

CGCCGGAGGGCCAAGCGTAGCCCTAAGCATCACTCACAGCGGGCCAGGAAGAAGAATAAG 
R R R A::K RSPKHHSQRARKKNK 
1330 1340 1350 1360 1370 1380 

AACTGCCGGCGCCACTCGCTCTATGTGGACTTCAGCGATGTGGGCTGGAATGACTGGATT 
NCRRHSLYVDFSDVGWNDWI 
13 90 1400 1410 1420 1430 1440 

GTGGCCCCACCAGGCTACCAGGCCTTCTACTGCCATGGGGACTGCCCCTTTCCACTGGCT 
VAPPGYQAFYCHGDCPFPLA 
1450 1460 1470 1480 1490 1500 

GACCACCTCAACTCAACCAACCATGCCATTGTGCAGACCCTGGTCAATTCTGTCAATTCC 
DHLNSTNHA IVQTLVNSV-NS 
1510 1520 1530 1540 1550 1560 

AGTATCCCCAAAGCCTGTTGTGTGCCCACTGAACTGAGTGCCATCTCCATGCTGTACCTG 
SIPKACCVPTELSAISMLYL 
1570 1580 1590 1600 1610 1620 

GATGAGTATGATAAGGTGGTACTGAAAAATTATCAGGAGATGGTAGTAGAGGGATGTGGG 
DEYDKVVLKNYQEMVVEGCG 
1630 1640 1650 1660 1670 1680 

TGCCGCTGAGATCAGGCAGTCCTTGAGGATAGACAGATATACACACACACACACACACAC 
C R * 

1690 1700 1710 1720 1730 1740 

CACATACACCACACACACACGTTCCCATCCACTCACCCACACACTACACAGACTGCTTCC 

1750 1760 1770 1780 1790 1800 

TTATAGATGGACTTTTATTTAAAAAAAAAAAAAAAAAAATGGAAAAAATCCCTAAACATT 

1810 1820 1830 1840 1850 1860 

CACCTTGACCTTATTTATGACTTTACGTGCAAATGTTTTGACCATATTGATCATATATTT 

1870 1880 1890 1900 1910 1920 

TGACAAAATATATTTATAACTACGTATTAAAAGAAAAAAATAAAATGAGTCATTATTTTA 
1930 

AAAAAAAAAAAAAAA 
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